
o.k. ... let's get back to the basic case...

One building block (bb)
height: 2 nm
length: 16 nt => 1.5 turns => 5.4 nm
nt = nucleotide (A, T, G, C base)

After outlining the scaffold, put the cross-overs

Now put the staples in more detail Recommeded staple length : n x 8 with n = 2,3,4
The staple cross-connecting the starting and ending point is 48 nt long

This does NOT represent double stranded (DS) DNA
later - only for continuous drawing convenience
(in other words, the vertical scaffold pieces have
ZERO nt length)

Also this is of ZERO nt length, i.e. not complementary DS DNA

= 16 nt (only extension in x counts)

= 8 nt (only extension in x counts)

Cross-overs every 1.5 turns means putting 
a cross every 2nd bb WITHIN ONE row, 
in an alternating fashion for consecutive rows. 

352 bbs => 5632 nt

Additional "staples", or e.g. B-Z transform DNA pieces, 
to connect flipped-over DNA sheets


